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Introduction

scans, there had been 163 genetic chance loci that 

(1). 
Analyses of the genes and genetic loci implicated in 

intestinal homeostasis, consisting of barrier function, 
microbial defense, epithelial restitution, innate immune 

metabolic pathways associated with mobile homeostasis 
(2).

in extraordinary populations (3,4). Functional genetic 

(5).  The 

17 gene cluster (7,8(.
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UC susceptibility (9)

incidence of UC (10,11).  

Materials and Methods

Patients and Controls :

from the 1st of May 2020 to the 1st of February 2021. 

to the analysis of gastroenterologists. While manage 

manage team as they did no longer exhibit a records of 

Ethanol for 30 seconds and allowed to dry completely, 

in in tow tubes with ethylene diamine tetraacetic acid 

to it (free of anticoagulation) and let to coagulate for 
serum separation with the aid of the usage of a centrifuge 
at (4000 rpm) for 5 min, The remoted serum used to be 
accumulated in a sterile smooth white tube to be used for 

(12,13). 
Genetic Tests:

IL17F and IL17F 
gene (rs763780 and rs2275913) primers were designed 

 and by free online primer design tool 
the primer 

purchased from Macrogen 

Table (1): Primers for detection of (rs763780 and rs2275913) in human TLR4 gene by Tetra-arms technique.

SNPs Size (bp)
Annealing
Temp.(°C )

Primer Sequence

rs763780

C allele: 170

58.5

T allele : 132

outer primer
:258

rs2275913

A allele:134

56

outer primer
:279
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Results and Discussion

Population Study:

 The total number of persons included in the study 
was (100) samples which included (60) patients were 

(40) normal persons as control.

genotype rs763780 in both cases and controls, The 

CC genotypes in the cases samples compared with the 

was (31.67)% in cases samples, while the rate was 
(17.5)% in the control samples. For CC genotyping, the 

the odds ratio was 2.8894 and 22.3333 for TC and CC 

Diseases patients and control groups. 

rs763780 Genotype Frequency (%)

Genotype 
C o n t r o l 
n=40

Cases

n=60
p-value

Odds

Ratio
95% Cl

TT 33 (82.5%) 31 (51.67%) 1.0

TC 7 (17.5%) 19 (31.67%) 0.0367 * 2.8894 1.0676 to 7.8201

CC 0 (0%) 10 (16.67%) 0.0344 * 22.3333 1.2556 to 397.2513
Chi-squared

p Value 0.8320 0.0980
Allele frequency (%)

Allele 
Control

n=80

Cases

n=120
p-value

O d d s 
Ratio 95% Cl

T 0.85 (73) 0.675 (81)
5.021 2.099 to 12.55

C 0.15 (7) 0.325 (39)

 

Figure (1) Tetra ARMS-PCR of rs763780 gene polymorphism for cases samples 
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Figure (2) Tetra ARMS-PCR of rs763780 gene polymorphism for controls samples 

The Tetra ARMS-PCR Technique rs2275913:

 The results of the statistical analysis of the 
genotyping of rs2275913 in both cases and controls 

of genotyping AA was (31.67)% in the cases samples, 

Diseases patients and control groups. 

rs2275913 Genotype Frequency (%)

Genotype Control 
n=40

Patient
n=60

p-value
Odds
Ratio

95% Cl

24 (60%) 18 (30%) 1.0

13 (32.5%) 23 (38.33%) 2.3590 0.9454 to 5.8860

AA 3 (7.5%) 19 (31.67%) 0.0021 ** 8.4444 2.1621 to 32.9812
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0.8099 0.1959

Allele 
Cases

95% Cl

0.95 (61) 0.58 (59)
0.0001** 3.319 1.776 to 6.096

A 0.05 (19) 0.42 (61)

Figure (3) Tetra ARMS-PCR of rs2275913 gene polymorphism for cases samples 

Cont... 
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Figure (4) Tetra ARMS-PCR of rs2275913 gene polymorphism for controls samples 

The goal of our examination used to be to consider 
how rs2275913 and rs763780 genetic polymorphisms 

regularly stated As we exhibit in the end result of genetic 

with many preceding outcomes posted to spotlight the 

(8).

(14).

(His121Arg) polymorphism has been described to 

(15). 

colitis susceptibility in the Chinese populace (p0.014), 
proposing that the rs763780 CC genotype would 

TC polymorphism is considerably related with allergies 

(16,17,18).
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(19,20) the closeness in the relationship 

internal infection. (16)

(21). Further 

later establishing and mellow medical subtypes of the 

might also emphatically affect disorder establishing 
(16) Arisawa et al.(22) determined that 

colitis. 
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Abstract 
Klebsiella Pneumoniae is an opportunistic pathogen, which mostly cause nosocomial infections. K. 
Pneumoniae 

such as rmpA and magA K . pneumonia and associated with antibiotic 
resistance pattern in patient of diabetic foot ulcer. Antibiotic susceptibility test of K. Pneumoniae isolates 
against (20) of commonly used antibiotic showed there 25 (69%) of K. pneumonia isolate from diabetic 

K . Pneumonia
(magA) gene that associated 
(rmpA) gene that regulate of 

capsular polysaccharide of K .pneumonia

Keywords: patients; Capsular polysaccharide; genes rmpA; and magA of Klebsiella pneumonia; toxicity 

Introduction

infection, ulceration and or destruction of deep tissues 

complications of diabetes in the lower limb(1)

of high mortality and morbidity rates. According to 
bacterial culture and molecular approaches, DFU 

polymicobial (2)

isolate from diabetic foot ulcer patient , K .pneumonia 
consider one of the most important causes in last year (3). 
Virulence in K. Pneumoniae is based on many factors, 
but the capsule is regarded as the most important. The 
genomic study of these isolates mainly highlights 

phenotype gene (rmpA

with capsule polysaccharide production and a mucoid 
phenotype, such as rmpA and rmpA2 

Klepsiella has emerged in the last few 

(4). Additional 
Klebsiella include:(i) adhesins 

K. Pneumoniae 
phenotypes that are commonly caused by the presence 
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treatment (5).

of K. Pneumoniae (6)

to the presence of the magA
gene A) and rmpA (regulator of mucoid phenotype A) 
genes (7).The rmpA (regulator of mucoid phenotype A) 

phenotype enhanced and regulator of the capsular 
(7) explained that 

rmpA
rmpA 

result in reduction of cps synthesis that leads to decrease 

(8).The other gene associated with 
magA 

gene, responsible for capsular polysaccharide synthesis 
magA lead to loss capsule(9).

The mechanisms resistance in K. Pneumoniae

K. Pneumoniae 

(10). Typically, 
K. Pneumoniae 

and monobactams. K. Pneumoniae

K.pneumoniae isolates, both locally and internationally, 

K. 
Pneumoniae has increased worldwide in recent years 
(11).

Materials and Methods

Specimens collection include, 36 specimens swab 

2019 to February 2020.The specimens collected were 

mannitol salt agar and repeat growth for gain pure culture 

phenotype of the K. Pneumoniae isolates was determined 
K. Pneumoniae 

(12).The 

specimens of K. pneumonia that isolate in current study 

detection antibiotic Susceptibility test (13). Any bacterial 
strain that resist to a minimum of at least 3 different 

Depending on their reference procedure as in Table (1), 
, rmpA and 

magA genes that associate with capsular polysaccharide 
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Table (1): Primers that use in this study

Name Oligo sequence (5’-3’) Product Size Reference

rmpA
F
R

409 bp (15)

F
1045 bp (18)

magA 1283 bp (15)

Results 

K.pneumoniae 
that isolate from diabetic foot ulcer patient were 

(14) which recorded 
(62.5%) of clinical isolated K.pneumoniae

(5)

K. pneumonia 

K. pneumonia to different antibiotics 

No Percentage Type of Resistance

1 88%

2 75%

3 50%

4 88%

5 44%

6 38%

7 81%

8 81%

9 69%


